. Hybrid vibrios have also been described in other regions of Asia and Africa (7) .
CT, encoded by the ctxA and ctxB genes, is the principal toxin produced by V. cholerae O1 and O139. Methods for differentiating the biotype-specifi c CT-B subunit of V. cholerae O1 include sequencing the ctxB gene, performing an ELISA wth a monoclonal antibody specifi c to the classical or El Tor CT, or by using a mismatch amplifi cation mutation assay (MAMA)-PCR to distinguish between 2 kinds of ctxB genes. This assay detects sequence polymorphisms based on nt position 203 of the ctxB gene (8) .
In Punjab and Haryana states of northern India, during July-September 2007, 6 clusters of cholera outbreak were identifi ed. A total of 745 (Table) .
During the cholera outbreak of 2002 in Chandigarh (9), only 1 death was reported (case-fatality rate, <0.01%); the attack rate was 20/1,000, 58.6% were children, and only 10% had severe dehydration. Before the most recent outbreak, the affected regions of Panjab and Haryana (Ambala, Nurpur, Kurali, Mohali, Panchkula, and Raili) had been free of cholera outbreaks since 1994, though sporadic cases had been reported. The 4 deaths from cholera in 2007, along with adult preponderance, high attack rate, more severe illness, and 6 different clusters, point towards a change in the disease's epidemiology. This change may be related to circulation of the hybrid vibrios in this region. In Bangladesh, all strains of V. cholerae O1 examined since 2001 belong to the altered El Tor type (6) , which produces CT of the classical type. This altered type has replaced the seventh pandemic strain of the El Tor biotype that produced CT of the El Tor type, which indicates that a cryptic change has occurred in the seventh pandemic El Tor biotype strains of V. cholerae O1.
Newly emerged variants from Bangladesh (8) 
